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Repair of damaged plasma membrane in eukaryotic cells is
largely dependent on the binding of annexin repair proteins to
phospholipids. Changing the biophysical properties of the
plasma membrane may provide means to compromise annexin-
mediated repair and sensitize cells to injury. Since, cancer cells
experience heightened membrane stress and are more depen-
dent on efficient plasma membrane repair, inhibiting repair
may provide approaches to sensitize cancer cells to plasma
membrane damage and cell death. Here, we show that de-
rivatives of phenothiazines, which have widespread use in the
fields of psychiatry and allergy treatment, strongly sensitize
cancer cells to mechanical-, chemical-, and heat-induced injury
by inhibiting annexin-mediated plasma membrane repair. Us-
ing a combination of cell biology, biophysics, and computer
simulations, we show that trifluoperazine acts by thinning the
membrane bilayer, making it more fragile and prone to rup-
tures. Secondly, it decreases annexin binding by compromising
the lateral diffusion of phosphatidylserine, inhibiting the abil-
ity of annexins to curve and shape membranes, which is
essential for their function in plasma membrane repair. Our
results reveal a novel avenue to target cancer cells by
compromising plasma membrane repair in combination with
noninvasive approaches that induce membrane injuries.

The plasma membrane (PM) shapes and protects cells from
the extracellular environment. To keep the PM intact and
prevent cell death induced by membrane disruptions,
eukaryotic cells have developed efficient repair mechanisms to
ensure rapid resealing. Repair strategies depend on both
membrane fusion and membrane replacement strategies and
involve cytoskeletal and endomembrane systems (1–3).
Members of the Annexin (ANXA) protein family (in mam-
mals: ANXA1-11 and ANXA13) are instrumental in coping
with PM injuries and are characterized by their Ca2+-depen-
dent binding to anionic phospholipids and ability to aggregate
* For correspondence: Jesper Nylandsted, jnl@cancer.dk.
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vesicles and fuse membranes (4). Injury to the PM induces a
prompt recruitment of ANXAs to the damaged membrane,
which is triggered by the influx of extracellular Ca2+ into the
cytoplasm and is achieved by binding to negatively charged
phospholipids through their C-terminal core domain (5).

Although the function of ANXAs in repair has merely been
attributed to their ability to aggregate and fuse membranes (6),
we and others have recently shown that the strong membrane-
shaping and curvature-sensing properties of ANXAs are also
critical for repair (7–9). Specifically, ANXA1, ANXA2, and
ANXA4-7 are strong inducers of membrane curvature and
through a coordinated manipulation of membranes promote
PM repair mechanisms (6–8, 10, 11). For example, recent data
from supported membrane models show that ANXA6 induces
constriction force, while Ca2+-dependent homo-trimerization
of ANXA4 at free membrane edges induces curvature force
(7). The combined forces, likely in collaboration with other
ANXA family members, appear to drive constriction of
membrane wound holes in cells by pulling the edges together
for eventual fusion (8). Moreover, some ANXAs including
ANXA4 and ANXA5 have high affinity for highly curved
membranes that appear at free edges near rupture sites, a
property that might accelerate their recruitment for rapid
repair (12).

With the ubiquitous expression of ANXAs (5) and the fre-
quency of PM injury, the role of ANXAs in mediating PM
repair is broadly relevant, but appears to be heightened further
in cancer cells (13–16). Most ANXAs are highly expressed in
various cancer cell types (17–19). This is likely to be related to
the increased membrane-associated processes and enhanced
membrane stress that cancer cells face (13, 20). The increased
metabolic demands of cancer cells (21) drive increased mem-
brane trafficking, a process that relies on the ability of ANXAs
to aggregate and fuse membranes (22). The heightened
membrane stress has two sources: the increased metabolic
activity and the invasive behavior of cancer cells. Firstly, the
by-products of increased metabolic activity (oxidative species)
may oxidize lipids and proteins at the membrane, resulting in
membrane disruptions (23, 24). Secondly, as cancer cells
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Compromising cell membrane repair by phenothiazines
migrate through the basement membrane and the dense
interstitial tissue their PM is subjected to tremendous physical
stress, causing injuries (25, 26). Thus, inhibiting repair by
compromising ANXA function may provide means to sensitize
cancer cells to PM damage and cell death.

Derivatives of phenothiazine are heterocyclic cationic
compounds that have widespread use, for example, in psy-
chiatry and allergy treatment (27, 28). By intercalating in
membrane bilayers and creating lipid phase separation
(29, 30), phenothiazines affect membrane properties and can
revert multidrug resistance in different types of cancer cells
(31). This itself has therapeutic potential, as sensitizing
cancer cells, for example, by the phenothiazine derivative
trifluoperazine (TFP), may improve the efficacy of cancer
chemotherapy (32). Interestingly, phenothiazines including
TFP and promethazine were reported to inhibit ANXA2-
mediated aggregation and fusion of phosphatidylserine
(PS) and phosphatidylethanolamine (PE) containing lipo-
somes in vitro (33). Driven by these findings, we hypothe-
sized that phenothiazines can compromise PM repair by
inhibiting ANXA function at the membrane. Using a com-
bination of cell biology, biophysics, and simulations (3), we
find that phenothiazines, and in particular TFP, strongly
sensitize to membrane disruptions by compromising ANXA
function. We provide evidence that TFP changes the phys-
ical membrane properties, which reduces membrane bilayer
thickness, resulting in a membrane that is more fragile and
prone to ruptures. Importantly, phenothiazines decrease
ANXA binding by inhibiting the lateral diffusion of PS and,
in turn, compromise their ability to bend and shape mem-
branes, which is needed for their function during PM repair.
This initiates a vicious cycle where membrane thinning
sensitizes cells to damage and the compromised ANXA-
repair response facilitates membrane injury-induced cell
death.
Results

To investigate if derivatives of phenothiazine can sensitize
cancer cells to PM damage, different cancer cell models
(Human HeLa cervix carcinoma, NCI-H1299 human non-
small-cell lung carcinoma, MCF7, and MDA-MB-231 breast
carcinoma cells) were injured by exposure to detergent, heat
shock, or mechanical stress by already established membrane
injury approaches (8, 11, 34). The sublethal concentration
(7–15 μM) was determined for each phenothiazine used
(thioridazine, fluphenazine, and TFP) by impermeable propi-
dium iodide exclusion assay (Fig. S1), which were found to be
in the same range as previously reported (35–37). To minimize
cell toxicity, cells were incubated with phenothiazines for
maximum 4 h (thioridazine and fluphenazine for 30 min and
TFP for 4 h).

HeLa cells pretreated with thioridazine and fluphenazine
for 30 min showed a significant increase in cell death when
injured by a membrane pore-forming detergent, digitonin,
for 20 min (Fig. 1A) as measured by impermeable
2 J. Biol. Chem. (2021) 297(2) 101012
propidium iodide exclusion assay. This is also indicative of
increased PM permeabilization induced, since propidium
iodide is impermeable to uninjured cells. The sensitization
effect was more pronounced in cells pretreated with
15 μM TFP for 4 h and subsequently exposed to varying
concentrations of digitonin for 30 min, being readily
observed at low concentrations of digitonin (from 5 μg/ml)
(Fig. 1B). Both shorter digitonin treatment (30 min) (Fig. 1,
C and D) and lower TFP concentration (7 μM) (Fig. 1D)
were capable of sensitizing different cell lines (HeLa and
NCI-H1299 cells).

Next, we sought to induce PM injury by other methods: heat
stress and mechanical stress. For the former, cells were
exposed to increasing temperature (37–55 �C) for 15 min,
which increases the thermal motion and rearrangement of
membrane phospholipids, inducing small PM disruptions.
Varying concentrations of TFP dramatically sensitized cells to
heat stress resulting in PM permeabilization and cell death
(Fig. 1E). For mechanical injuries cells in suspension were
mixed with glass beads and injured by vortex or exposed to
short bursts of ultrasound by sonication. Pretreatment with
TFP followed by glass bead vortexing for 0.5 to 3 min sensi-
tized to PM damage in both MDA-MB-231 (Fig. 1F) and HeLa
cells (Fig. 1G). Furthermore, TFP-treated MCF7 breast carci-
noma cells were significantly more vulnerable to membrane
disruptions by sonication as compared with untreated cells
(Fig. 1H). Mild sonication produces pulsed, high-frequency
sound waves that disrupt cell membranes (referred to as
sonoporation), resulting in cell lysis and the release of cytosolic
contents (34).

Lastly, to decipher whether the repair kinetic upon PM
injury was altered with phenothiazine treatment, HeLa cells
were injured with a UV pulsed laser in the presence of the
membrane-impermeable FM1-43 dye and monitored by time-
lapse imaging. While control cells were able to repair their PM
within 20 to 30 s, as demonstrated by the decline of FM1-43
dye uptake seconds after injury, cells treated with TFP failed
to repair and continued to take up the cell impermeable dye
(Fig. 1, I and J). Taken together, phenothiazines (particularly
TFP) sensitize cancer cells to PM damage and compromise the
repair response.
TFP compromises ANXA2-mediated PM repair

In the light of the reported ability of phenothiazines,
including TFP, to inhibit ANXA-mediated aggregation of li-
posomes in vitro (33), we next tested if TFP can compromise
ANXA-mediated repair. For this, we added recombinant hu-
man ANXA2 to MCF7 cells extracellularly and subjected cells
to laser injury, as previously described. The presence of
ANXA2 in the medium promoted a significantly improved
repair response as compared with controls upon laser injury
(Fig. 2, A and B). However, TFP pretreatment compromised
this ANXA2-mediated repair effect, resulting in more FM1-43
dye uptake (Fig. 2, A–C). To discard differences in basal
membrane permeability driven by the effect of TFP in



Figure 1. Phenothiazines sensitize cancer cells to PM injury and cell death triggered by detergent, heat shock, and mechanical stress. A, chemical
structure of thioridazine and fluphenazine (left) and cell death measurements (right) of HeLa cells upon digitonin-induced injury (30 min) pretreated with
10 μM thioridazine or 15 μM fluphenazine for 30 min and assayed using cell impermeable propidium iodide and permeable Hoechst-33342. B, chemical
structure of TFP (left) and similar cell death measurements for HeLa cells pretreated with 15 μM TFP for 4 h, or C, 15 μM TFP for 30 min, or D, NCI-H1299 cells
pretreated with 7 or 15 μM TFP for 30 min. E, HeLa and NCI-H1299 cells treated either left untreated or pretreated with indicated concentrations of TFP for
45 min and exposed to heat shock for 15 min by increasing temperature from 37 to 55 �C. F, MDA-MB-231 cells in suspension pretreated with 30 μM TFP
(1 h), or G, HeLa cells pretreated with 15 or 30 μM TFP (1 h) and exposed to mechanical injury by vortex with glass beads for 0 to 3 min. H, MCF-7 cells
pretreated with 7 or 15 μM TFP for 1 h followed by sonication for 1 or 3 s. Error bars represent S.D. for three independent experiments. The asterisks
represent p-values based on a Student’s t test: *p < 0.05; **p < 0.01; ***p < 0.001. I, representative sequential images showing FM1-43 dye uptake in HeLa
cells treated with 20 μM TFP for 2 h prior to injury by ablation laser (white arrows mark site of injury) and J, corresponding repair kinetics. Mean ± S.E.M. of
quantified and normalized cytoplasmic FM1-43 levels from >9 cells/condition from three experiments. p-values based on a Student’s t test: *p < 0.05;
**p < 0.01.

Compromising cell membrane repair by phenothiazines
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Figure 2. Trifluoperazine inhibibits PM repair induced by recombinant ANXA2 and compromises ANXA2-GFP translocation to the injured
membrane. A, recombinant ANXA2 (rANXA2) or bovine serum albumin (BSA) (20 μg/ml) was added to the medium of MCF-7 cells and cells were injured by
laser (black arrow) in the presence of membrane impermeable FM1-43 dye. Membrane repair kinetic was measured by FM1-43 dye uptake in cells pre-
treated with rANXA2 and ±3 μM TFP. Means represent ±S.E.M. from ten experiments per condition. Differences were assessed by Kruskal–Wallis test: *p <
0.05; **p < 0.01; ***p < 0.001. B, representative images showing FM1-43 dye uptake in cells pretreated with rANXA2 or C, cells pretreated with rANXA2 +
TFP. Dotted line indicates area used for quantifying cytoplasmic FM1-43. D, translocation behavior of ANXA2-GFP upon digitonin-induced injury (25 μg/ml)
in HeLa cells treated with TFP (10 μM for 90 min) as compared with Ctrl. Note that TFP-treated cells show a delay in peak fluorescence intensity at the
injured PM. E, corresponding live-cell images of ANXA2-GFP transfected cells before and after injury. White arrows indicate injured membrane and dotted
line marks membrane area used for measuring ANXA2-GFP intensity. Mean ± S.E.M. for >17 experiments per condition. Unpaired t test with Welch’s
correction: *p < 0.05. F, translocation behavior of ANXA2-GFP upon laser-injury in HeLa TFP-treated cells (20 μM, 2 h) as compared with Ctrl-treated cells.
TFP-treated cells show reduced ANXA2-GFP fluorescence intensity at the injured membrane. G, corresponding representative images obtained from time-
lapse videos. The asterisks represent p-values based on a Student’s t test: *p < 0.05. Mean ± S.E.M. from eight experiments per condition.

Compromising cell membrane repair by phenothiazines
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Compromising cell membrane repair by phenothiazines
membrane properties, intracellular FM1-43 dye was normal-
ized by the intensity at preinjury. Thus, TFP seems to disturb
the repair function of ANXA2.

To address this further, we investigated if TFP directly in-
hibits the recruitment and accumulation of ANXAs at the
damaged membrane after injury. HeLa cells were transfected
with ANXA2 coupled to GFP (ANXA2-GFP) and monitored
by time-lapse imaging during digitonin treatment or upon
laser injury. In cells treated with digitonin, ANXA2-GFP
translocation to the PM occurred within 20 to 25 s, whereas
accumulation of ANXA2-GFP in TFP-treated cells took 40 to
45 s (Fig. 2, D and E). Thus, TFP appeared to delay accumu-
lation of ANXA2-GFP at the wounded membrane. When cells
were injured by an ablation laser, ANXA2-GFP accumulation
peaked at the damaged membrane within 35 to 45 s in contrast
to 120 to 130 s in TFP-treated cells (Fig. 2, F and G).
Furthermore, the degree of ANXA2-GFP recruitment to the
membrane (i.e., the peak normalised intensity of ANXA2-GFP
at the membrane) was significantly reduced in the latter con-
dition, which may negatively influence the repair kinetics
(Fig. 2F). Taken together, these experiments show that TFP
delays the accumulation of ANXA2-GFP at the injured PM,
suggesting that phenothiazine derivatives may directly
compromise ANXA function.
ANXA-mediated membrane curvature is inhibited by TFP

To characterize the impact of phenothiazines on ANXA
function at the membrane, we took advantage of a membrane
model system composed of membrane patches laying on a
primary solid-supported membrane formed after hydration of
a precursor lipid film (Fig. 3A, top schematic). The planar
patches allow out-of-plane bending, away from the supported
surface and can be used for monitoring shape changes
generated by ANXAs, which critically depends on the initial
membrane geometry and on the presence of free membrane
edges in particular (3, 8). Hence, this system is useful for
modeling the PM near the injury site to address the experi-
mental challenge that a membrane hole contains free edges.
Addition of recombinant human ANXA1-GFP or ANXA2-
GFP proteins to anionic membrane patches (POPC/POPS,
9:1 M ratio) in the presence of Ca2+-induced folding or bleb-
bing phenotypes, where most of the original patch area
eventually became converted into folds and bleb structures
over a timescale of less than 8 min (Fig. 3, A and B, upper
panels and Video S1). We have previously demonstrated that
these annexin-induced phenotypes occur independently of
GFP/RFP tags (7, 8). The exposure of membrane patches to
recombinant ANXA4 induced strong curvature and mem-
brane rolling as initiated from the free edges as previously
observed (7, 8) (Fig. 3C, upper panel and Video S3). Imaging of
the patches in the GFP channel confirmed that folding, bleb-
bing, and rolling were associated with binding of ANXAs to
the patch surface where the protein became incorporated into
the curved membrane structures as revealed by the strong
fluorescence from these regions (Fig. 3, A–C, upper panel, GFP
channel). Interestingly, addition of TFP completely inhibited
ANXA-mediated curvature and membrane shaping for
ANXA1, ANXA2, and ANXA4 (Fig. 3, A–C, lower panels and
corresponding plots, right. See also Videos S2 and S4).
Furthermore, TFP reduced ANXA binding to the membrane
patches, but some ANXAs were still able to bind the patches,
as visualized through the GFP channel (Fig. 3, A–C, lower
panel, GFP channel).

These data suggest that TFP impacts on the membrane-
shaping capacity of ANXAs and, to some extent, compro-
mises ANXA binding to membrane patches.

TFP enhances membrane fluidity and reduces membrane
thickness

To gain further insight into the impact of TFP on the bio-
physical properties of the membrane, we incubated double-
supported membrane patches (POPC/POPS, 9:1 M ratio)
with varying concentrations of TFP (7, 15, and 30 μM) and
monitored the effect by time-lapse imaging. Here, TFP
induced a dose-dependent increase of membrane patch areas
over time, suggesting that it intercalates into membranes and
affects the packing of lipid molecules (Fig. 4, A–D). Atomic
force microscopy (AFM) was used to scan on the surface of a
POPC/POPS (10% PS) bilayer surface. The bilayer, formed by
vesicle deposition, was heated to 60 �C and allowed to cool to
room temperature. Cooling induced membrane contraction,
and holes formed in the bilayer, revealing the mica substrate
and allowing for membrane height to be accurately determined
before and after successive additions of TFP. In agreement,
AFM revealed a significant decrease in membrane bilayer
thickness after TFP treatment in a concentration-dependent
manner (Fig. 4, E–G). Taken together, we show that TFP
directly increases membrane fluidity and reduces membrane
bilayer thickness in accordance with previous studies (38, 39),
which may have a drastic impact on binding and membrane-
shaping function of ANXAs during repair.

Molecular dynamics simulations

For molecular-level insight into how TFP-treated mem-
branes affect ANXA2 binding and curvature induction, we
performed all-atom molecular dynamics (MD) simulations of
ANXA2 in proximity to a lipid bilayer, in the absence (Fig. 5)
and presence of TFP in the membrane (Fig. 6). The in-
teractions of ANXA2 protein with negatively charged phos-
phatidylserine lipids on the bilayer surface were mediated by
Ca2+ ions (Fig. 5 and Video S5). As expected, in systems
without TFP, ANXA2 bound to the membrane within 500 ns
and induced negative curvature on the membrane (Fig. 5, C
and D). The mean ANXA2-induced curvature averaged over
five different replicas was 0.0112 ± 0.0001 nm−1 (Table S1).

When membrane-inserted TFP was included in the systems
at two different densities (24 or 48 TFP molecules corre-
sponding to TFP/lipid ratios of 4.6% and 9.2%, respectively)
(Fig. 6, Figs. S3 and S4), ANXA2 could still bind the membrane
but the binding was weaker (Video S6), in agreement with data
from our cell studies (Fig. 2) and the supported membrane
patch model (Fig. 3). Interestingly, TFP reduced the curvature
J. Biol. Chem. (2021) 297(2) 101012 5



Figure 3. Membrane curvature induced by ANXA1, ANXA2, and ANXA4 is inhibited by trifluoperazine. Schematic of supported membrane model
composed of nonvesicular membrane patches with open edges (top). Response of membrane patches stained with DiD before and after addition of re-
combinant ANXA-GFP protein ±15 μM TFP in the presence of Ca2+. A, representative sequential images of a membrane patch with ANXA1-GFP protein
(upper panel) and ANXA1-GFP protein + TFP (lower panel). Last image in rows (GFP channel) reveals the extent of ANXA1-GFP protein binding to membrane
patches. Graph (right), corresponding plot showing normalized changes in the membrane patch area after addition of ANXA1-GFP ± TFP. t = 0 indicates
time of ANXA addition after TFP intercalation in the membrane. Mean ± S.E.M. of three independent experiments per condition. p-values based on unpaired
t test with Welsh’s correction: ***p < 0.001. B and C, same as for A but with recombinant ANXA2-GFP protein and ANXA4-GFP respectively. ANXA protein
concentrations: ANXA1-GFP: 46 nM, ANXA2-GFP: 58 nM and ANXA4-GFP: 27 nM. Time: min and s. See also Videos S1–S4.

Compromising cell membrane repair by phenothiazines

6 J. Biol. Chem. (2021) 297(2) 101012



Figure 4. Trifluoperazine increases membrane surface area and reduces membrane bilayer thickness. A–C, representative sequential images showing
supported membrane patches (stained with DiD) after adding increasing TFP concentrations. Dotted lines mark patch areas. D, quantification of membrane
patch area over time upon adding 15 μM TFP (t = 0 indicates first measurement after TFP intercalation on membrane). Mean ± S.D. of three experiments. E,
atomic force microscopy (AFM) images of supported lipid bilayers (POPC, POPS (9:1)) in absence and F, presence of TFP (15 μM) and corresponding line
profiles. G, AFM cross-sectional line profiles for determination of bilayer heights for different conditions (0, 7, 15, and 30 μM TFP). Three images of different
locations of each sample (one per condition) were taken and ten lines were drawn across hole edges in membrane and used to measure bilayer height
(total of 30 line profiles per condition). Unpaired t test with Welch’s correction was applied to test differences between the conditions: ****p < 0.0001.

Compromising cell membrane repair by phenothiazines
footprint induced by ANXA2 protein to 0.0075 ± 0.0001 nm−1

and 0.0063 ± 0.0001 nm−1 in the simulations with 24 and 48
TFP molecules, respectively (Tables S2 and S3), representing a
1.49- and 1.78-fold decrease in induced mean curvature
compared with systems without TFP.

As expected, TFP treatment altered the biophysical prop-
erties of membranes. TFP thins the membrane and increases
the area per lipid (Fig. 6, B and E and Tables S1–S3). These
findings from MD simulations agree with the AFM experi-
ments on supported membranes, in that TFP decreases the
membrane bilayer thickness and increases the patch area per
lipid (Figs. 4 and 6) (40).
Specifically, we observe the following dose–effect trends for
different biophysical membrane parameters (Tables S1–S3):

Thickness: 48TFP<24TFP<0TFP

Area: 48TFP>24TFP>0TFP

In addition, since ANXA binding to the membrane depends
on anionic lipids, we used the three simulation systems to
estimate the lateral diffusion constants (DL) for POPS lipid in
the bilayer:
J. Biol. Chem. (2021) 297(2) 101012 7



Figure 5. All atom MD simulations of membrane systems without TFP. A, membrane (20% POPS, 80% POPC) + ANXA2 protein. In configuration
snapshots, POPC lipids are shown in gray and POPS lipids are shown in blue. Ca2+ ions are shown as green spheres. B, final configuration of pure membrane
and profiles of curvature, thickness, upper monolayer POPS density in systems without TFP molecules. C and D, two representative simulation replicates of
the systems containing ANXA2. See also Video S5 and Fig. S2 for data from the other simulation replicates.

Compromising cell membrane repair by phenothiazines
DL : 0TFP¼ 9:9ð±0:1Þ � 10−8cm2
�
s

DL : 24TFP¼ 7:5ð±0:1Þ � 10−8cm2
�
s

DL : 48TFP¼ 6:9ð±0:3Þ � 10−8cm2
�
s

The data reveal that TFP affects the lateral diffusion of PS in
the membrane, which implies that the availability of PS in the
membrane is restricted. Thus, when TFP intercalates in
membranes, it might weaken ANXA binding simply by
limiting the diffusion of PS and hence, ANXA-PS binding
opportunities.

Taken together, the data show that ANXA2, like other
ANXAs, induces negative curvature on a POPC-POPS mem-
brane. When TFP is added to the system, ANXA2 can still
bind to a TFP-containing membrane, but the lateral diffusion
8 J. Biol. Chem. (2021) 297(2) 101012
of PS is reduced, which further weakens the binding. More-
over, ANXA2 has a reduced curvature footprint in the pres-
ence of TFP and thus, cannot shape membranes. When TFP
intercalates into membrane bilayers, it thins the membrane
making it more fragile, in excellent qualitative agreement with
the AFM observations (Fig. 4).
Discussion

Our results demonstrate that derivatives of phenothiazine,
including TFP, sensitize cancer cells to PM injuries. As a result
of compromised repair, cells are more sensitive to both
chemical- and mechanical-induced PM damage. We provide
evidence that TFP inhibits repair by altering the biophysical
properties of the membrane, which has direct impact on the
membrane-shaping capacity of ANXA proteins during repair.
Further, the effect of phenothiazine drugs on cell viability upon
damage may transcend to other internal membrane



Figure 6. Simulations of membrane systems with TFP ± ANXA2. A, membrane (20% POPS, 80% POPC) system with ANXA2 and TFP. In configuration
snapshot, POPC lipids are shown in gray and POPS lipids are shown in blue. Ca2+ ions are shown as green spheres. B and E, final configuration of pure
membranes and profiles of curvature, thickness, upper monolayer POPS density, and density of TFP molecules in systems with 24 and 48 molecules of TFP
molecules respectively. C and D, two representative simulation replicates of systems with 24 TFP molecules and ANXA2. F and G, two representative
simulation replicates of systems with 48 TFP molecules and ANXA2. See also Video S6, Figs. S3 and S4 for data from the other simulation replicates.

Compromising cell membrane repair by phenothiazines
compartments including lysosomes (41, 42), which may
further sensitize to damage-induced cell death.

The rational of phenothiazine repurposing for cancer ther-
apy has been previously explored and TFP has shown prom-
ising anticancer effect in several cancer types (42–46). It was
reported to suppress the invasion of metastatic cancer cell
lines, by reducing angiogenesis (43), and to induce lysosome-
dependent cancer cell death, through its ability to accumu-
late in acidic lysosomes (an ability of cationic amphiphilic
compounds), thus sensitizing cancer cells to chemotherapy
(42, 45). However, even though phenothiazines also impact on
normal cells, the effect of phenothiazine derivatives on cancer
cell membrane homeostasis has not been previously described
and the observed TFP-induced PM damage opens novel
J. Biol. Chem. (2021) 297(2) 101012 9
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avenue to target tumor cells. We hypothesise that the com-
bination of derivatives of phenothiazine with targeted ap-
proaches that induce mechanical and/or heat-induced damage
may have added anticancer therapeutic potential. Since TFP
sensitizes cells to both mechanical and heat-induced mem-
brane damage, it may prove advantageous in combination
with, e.g., high-intensity focused ultrasound (HIFU) therapy
(47, 48). HIFU uses ultrasonic waves to penetrate soft tissue
and produce physiological effects at the target in a noninvasive
manner. It is still a relatively new approach, and there are
many clinical programs investigating its expanded use in
cancer therapy.
Figure 7. Summary of the effects of TFP on cancer cell membranes. A, inter
of detrimental changes to the biophysical properties of membranes B, which im
membranes with injuries that cannot be promptly repaired D. The changes in
contribute to an increase in membrane disruptions, as they render membranes
is related to the delayed recruitment of ANXAs to the membrane and the weak
by binding to the negatively charged PS headgroup. This, together with th
membrane curvature, which is key for ANXA-mediated membrane repair.

10 J. Biol. Chem. (2021) 297(2) 101012
According to our data, three major aspects of TFP affect cell
membrane stability and integrity (summarised in Fig. 7).

First, TFP intercalates in the lipid bilayer (Fig. 7A), making
the PM thinner (Fig. 7B, i), as understood from the AFM
topography measurements (Fig. 4) and MD simulations
(Fig. 6). These properties render membranes prone to ruptures
(26) and, in turn, more susceptible to cell death, which is
supported by our cell studies (Figs. 2 and 3). This TFP-induced
expansion of the molecular area of lipids has also been re-
ported by Broniec et al. (49) for dipalmitoylphosphatidylserine
and PS in synthetic monolayers. In fact, TFP-induced mem-
brane permeabilization has been previously reported with
calation of TFP to the membranes of cancer cells drives a cycle that consists
pair the ANXA-induced membrane repair response C and, in turn, results in
membrane properties observed (including membrane thinning, B, i) directly
more fragile and prone to injuries D. TFP-induced lateral diffusion of PS, B, ii,
ened membrane-ANXA interactions C, i, as ANXAs anchor to the membrane
e altered properties of the membrane, results in reduced ANXA-induced
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higher TFP concentrations, although it was attributed to the
induction of phase separation and membrane fluidisation by
the drug (32). It is well established that most small amphi-
pathic molecules, which bind to the lipid-bilayer interface and
disturb lipid packing, lead to an increase in the area per lipid
accompanied by a decrease in membrane thickness and
lowering of lipid tail order parameters (50). The same mech-
anism is likely responsible for the thinning effect of TFP on the
lipid bilayer. This initiates a cycle, where TFP sensitises cells to
injury (Fig. 7D) both directly, by facilitating membrane fragility
(Fig. 7B), and indirectly, by preventing adequate ANXA-
mediated membrane repair (Fig. 7C).

Secondly, in the presence of TFP, ANXA recruitment to the
membrane is slower and the binding of ANXAs to the mem-
brane is weaker. This is supported by the cell experiments
showing delayed translocation and accumulation of ANXA2-
GFP to the damaged membrane. Furthermore, our mem-
brane patch fluorescence experiments revealed weaker ANXA
binding to patches in the presence of TFP. Although our MD
trajectories are not long enough to sample several binding and
unbinding events, we quantify the differences in the binding of
ANXA2 to the bilayer with and without TFP in our simula-
tions by measuring the difference in the induced curvature,
accumulation of PS lipids below the protein, and differences in
the properties of the membrane. Calculation of thermody-
namic affinities of large proteins to membranes is beyond the
scope of the current work.

Several mutually nonexclusive explanations may drive this
compromised recruitment and binding. Initially, the slower
diffusion coefficient of PS lipids in the presence of TFP com-
promises the availability of PS for ANXA binding. Moreover,
being cationic compounds, phenothiazines can, to some
extent, neutralize anionic lipids once intercalated in the
membrane bilayer. This is supported by studies suggesting that
TFP-PS interaction is mainly driven by electrostatic in-
teractions between the TFP cation and PS headgroup anion,
while the phenothiazine moiety is inserted among the acyls in
the monolayer (49). Accordingly, TFP has been shown to
inhibit the ability of ANXA2 tetramer to aggregate PS lipo-
somes and fuse PS/PE liposomes with lamellar bodies (33),
although TFP had no reported effect on the binding of ANXA
to membranes (33, 51).

Thirdly, TFP affects cell membrane stability and integrity
also by reducing the curvature footprint per single ANXA2
molecule. This combined with less and/or weaker ANXA2-
membrane binding leads to even more restricted curvature
induction, which in turn recruits fewer ANXA molecules
including ANXA4 and ANXA5 through their curvature-
sensing ability (12). Such diminished ANXA2 curvature in-
duction was clear from the MD simulations (Fig. 6, B–E) and
from the absence of curved membrane topologies in the
membrane patch experiments for all ANXAs tested (ANXA1,
ANXA2, and ANXA4) (Fig. 3).

The cumulative effect of all these events is likely to
compromise ANXAs membrane binding. TFP changes the
mean curvature by about 0.0049 nm−1. The mean curvature of
a similar-sized protein-free membrane patch fluctuates around
zero and the magnitude of the time average of mean curvature
is less than 0.001 nm−1. Therefore, the change in curvature in
the presence of TFP is significant. In addition, in combination
with our other biophysical investigations, it is safe to conclude
that the change may be substantial enough to prevent mem-
brane rolling induced by membrane bending. In a previous
study of Shiga toxin B-subunit (STxB), which binds to the
glycolipid globotriaosylceramide (Gb3) at the plasma mem-
brane of target cells (52), a change of mean curvature from
0.017 nm−1 to 0.005 nm−1 was sufficient to result in significant
differences in large-scale membrane deformations. To this
end, the mean curvature of a membrane segment under the
Annexin A4 trimers has also been reported as 0.024 nm−1 (12).

Thus, the normal membrane-shaping function of ANXAs
(3, 7, 8, 11, 22) is blocked by TFP, which results in compro-
mised PM repair response upon injury.

Taken together, TFP initiates a detrimental cycle, where
thinning of the lipid bilayer makes the membrane more prone
to ruptures, which in turn are not repaired, because the
ANXA-repair response is compromised. Hence, TFP and de-
rivatives of phenothiazine appear to act as pan-ANXA in-
hibitors by disturbing the ANXA-mediated repair function at
the PM.

Experimental procedures

Cell culture and treatments

HeLa cells originating from human cervix carcinoma
(ATCC) and MCF-7 human breast carcinoma cells were
cultured in RPMI 1640 GlutamaxTM medium (Gibco) sup-
plemented with 6% heat-inactivated fetal bovine serum (Gibco
10270-106), 0.25% penicillin streptomycin (Gibco). NCI-
H1299 originating from non-small-cell lung cancer and
MDA-MB-231 cells originating from breast carcinoma were
cultured in DMEM GlutamaxTM medium (Gibco) supple-
mented with 10% heat-inactivated fetal bovine serum (Gibco
10270-106). Cells were kept at 37 �C in a humid atmosphere of
5% CO2.

Membrane wounding experiments

Laser injury

Cells were injured at 37 �C in imaging media (RPMI without
phenol red with 6% FBS, 2 mM GlutaMax and 25 mM HEPES)
in a small area of (2 μm diameter) by irradiating with a 355 nm
UV ablation laser at �2.65% power setting, repetition rate of
200 Hz, pulse energy of >60 μJ, pulse length of <4 ns (Rapp
OptoElectronic). The injury response was imaged with a 63x
objective using Nikon confocal microscope equipped with a
PerkinElmer spinning disk (for Rapp OptoElectronic pulsed
UV-laser). The cells were imaged every 2 to 5 s starting before
injury and continuing up to 5 min following injury. Volocity
software was used to measure kinetic of repair by monitoring
uptake of impermeable cellular FM1-43 dye (Life technologies)
(1 mg/ml) as a change in fluorescence during the course of
imaging. Volocity was equally used to analyze the translocation
kinetics for ANXA2-GFP of control and TFP-treated cells and
plotted over time as F/F0.
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For recombinant protein studies, cells were incubated in
imaging media with 20 μg/ml recombinant ANXA2 protein or
Bovine Serum Albumin ± TFP for 5 min before imaging. FM
1-43 dye (2 μM) was added to the cells just prior to imaging.
Images were acquired and quantitated as described above.

Detergent-induced injury

Cells were incubated with digitonin (Sigma-Aldrich) in
different concentrations (0–20 μg/ml) for 30 min. To measure
membrane integrity and cell viability, cells were incubated with
2.5 μg/ml Hoechst-33342 (Sigma-Aldrich) (Excitation 350,
Emission 461) and 2 μg/ml propidium iodide (Sigma-Aldrich)
(Excitation 535, Emission 617), and integrity was measured
using Celigo imaging cytometer (Brooks Life Science Systems)
and analyzed using Celigo Software Version 2.1.

Glass bead injury

Cells in suspension were mixed with 250 mg glass beads
(425–600 μm Sigma-Aldrich) in Eppendorf tubes. Cells were
incubated with 15 or 30 μM TFP at 37 �C for 1 h followed by
vortexing for 0 to 3 min and incubation at 37 �C for 5 min to
allow repair.

Heat-induced injury

Cells were incubated with TFP (0–30 μM) for 30 min at 37
�C followed by heat exposure on a heat block for 15 min,
leading to a gradual temperature increase, reaching a final
temperature of 55 �C in the cell suspension.

Injury by sonication

Cells in suspension were incubated with TFP at 37 �C fol-
lowed by Sonication for 1 or 3 s using Bioruptor UCD-300
(Diagenode) waterbath at 4 �C with the following settings:
ultrasonic wave frequency of 20 kHz, ultrasonic wave output
power of 320 W. Cell death was measured by Celigo imaging
cytometer.

Plasmid construct

Cells were transfected with an expression plasmid contain-
ing human ANXA2 cDNA with a turbo-GFP C-terminal tag
purchased from OriGene Technologies (#RG205081) using
LipofectamineTM LTX (Thermo Fisher) according to the
manufacturer’s protocol.

Protein production

Recombinant ANXAs were produced and purified as previ-
ously described (7, 8). Briefly, ANXA cDNA constructs were
subcloned into the bacterial expression vector pETM11-
SUMO3 (originally from EMBL Protein Expression and Puri-
fication Core Facility) with or without C-terminally tagged
superfold GFP (sfGFP) and N-terminally tagged with a His6-tag
and a SUMO3 domain. BL21 (DE3) competent Escherichia coli
cells were used as expression hosts for the production of re-
combinant proteins, and the expressions were induced over-
night at 18 �C using Isopropyl β-D-1 thiogalactopyranoside
12 J. Biol. Chem. (2021) 297(2) 101012
(IPTG). Cells were harvested by centrifugation and lysed me-
chanically by sonication. His6-tagged proteins were purified
using Immobilized Metal-Affinity Chromatography (IMAC)
with Ni-NTA (nickel-nitrilotriacetic acid) resins (Qiagen). The
His6-tag and SUMO3 domain were cleaved of by SUMO-
Specific Protease 2 (SENP2) (200:1) followed by dialysis over-
night at 4 �C. Proteins were further purified and separated
using Fast Protein Liquid Chromatography (FPLC) on a
Superdex 200 size-exclusion chromatography column (Super-
dexTM 200, 10/300 GL, GE Healthcare Life Sciences). Protein
fractions were collected and stored at −80 �C until use.

Supported lipid bilayer membranes for membrane patch
experiments

Mica substrates (Plano GmbH) were prepared by cutting
thin sheets and glue to glass coverslips using silicone elas-
tomer (MED-6215, Nusil Technology). Lipid films of
PC(POPC;1-hexadecanoyl-2–(9Z-octadecenoyl)-sn-glycero-
3-phosphocholine) and PS(POPS;1-hexadecanoyl-2–(9Z-oc
tadecenoyl)-sn-glycero-3-phospho-L-serine) were prepared
from a stock solution containing 10 mM total lipid (POPC,
POPS, 9:1 M ratio) and 0.5% DiD-C18 probe (Thermo,
Invitrogen). A 20 μl droplet of the lipid stock was applied to
the mica and spun on a spincoater (KW-4A, Chemat
Technology) at 3000 rpm for 40 s and placed under vacuum
in a desiccator for 10 to 12 h to ensure evaporation of the
solvent. The spincoated lipid film was hydrated in TRIS
buffer (10 mM Tris (pH = 7.4), 140 mM NaCl, 2 mM CaCl2,
pH = 7.4 at 55 �C for 2 h). Then the sample was gently
flushed with 55 �C fresh buffer for >10 times to prepare
defined secondary bilayer patches on top of a continuous
primary membrane. The membranes where cooled to 22 �C
and equilibrated for 1 to 2 h before further experiments. The
interaction of ANXAs and TFP with membrane patches was
monitored at 22 �C with time-lapse epi-fluorescence mi-
croscopy (DiD was used as membrane marker) using a
Nikon TE2000 inverted microscope (x40 objective, Nikon
ELWD, Plan Fluor, NA = 0.6). Fluorescence excitation was
performed with a switchable Xenon lamp (PolychromeV,
Till Photonics GmbH) and a dual wavelength for imaging at
640 nm (DiD) and 488 nm (GFP). ANXA proteins in a final
amount of 100 pmole were added to the fluid cell from a
concentrated stock with a known concentration of typically
1 mg/ml, and the sample was imaged at 3 to 10 frames per
second, depending on the response speed of the ANXA
protein. GFP-labeled ANXAs were imaged simultaneously
to DiD by switching the wavelength of the excitation.

Quantification of lipid patch area over time was performed
using ImageJ. The image sequence obtained from time-lapse
microscopy was imported and “Freehand tool” was used to
mark and measure membrane area. The measurement scale was
set by drawing a line between two points of known distance. For
experiments with TFP and ANXAs, ANXAs were added imme-
diately after TFP-membrane intercalation was observed (t = 0).
For experiments with only TFP, t = 0 marks the timepoint where
TFP intercalation was observed. The membrane area measure-
ments over time were normalized to t = 0 (7).
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Supported lipid bilayer preparation for atomic force
microscopy

Phosphatidylcholine (POPC; 1-hexadecanoyl-2– (9Z-octa-
decenoyl)-sn-glycero-3-phosphocholine), phosphatidylserine
(POPS; 1-hexadecanoyl-2– (9Z-octadecenoyl)-sn-glycero-3-
phospho-L-serine) were solubilized in methanol at a ratio of
POPC:POPS = 9:1 with DiD-C18 probe added at 0.5%
(Thermo, Invitrogen). Solubilized mixed lipids were dried by a
nitrogen flow for 30 min. Further drying was achieved by
storing lipids in a vacuum chamber overnight. Dried lipids
were hydrated in 10 mM TRIS buffer (2-Amino-2-(hydrox-
ymethyl)propane-1,3-diol), 140 mM NaCl, 2 mM Ca2+, pH =
7.4 at 55 �C for 2 h and then vortexed to form multilamellar
vesicles. The resulting solution was tip sonicated for 10 min at
30 W in an ice/water bath to form small unilamellar vesicles
(SUVs). SUVs were deposited on freshly cleaved mica secured
in an AFM fluid cell, to form a supported lipid bilayer (SLB).
After 15 min, excess lipids were rinsed away with buffer. The
fluid cell was then filled with buffer, sealed, and heated at 55 �C
for 30 min. SLBs were then visualized with a Nikon TI2E
inverted microscope and flushed with buffer, prewarmed to 55
�C, to remove any remaining excess lipid. SLBs were then
allowed to cool slowly to room temperature such that large
holes formed as SLBs contracted.

Atomic force microscopy measurements of supported lipid
bilayer height

AFM imaging of supported lipid bilayer membranes was per-
formed using a Nano Wizard 4 (JPK, Bruker) operated in alter-
nating contact mode. Ultrashort cantilevers (USC-F0.3-k0.3,
NanoWorld) with a nominal spring constant of 0.35 Nm−1 and a
probe radius of 10 nm (according to manufacture specifications)
were used. Scanning was performed using the smallest possible
contact force to minimize potential membrane deformation.
Samples were imaged in 0, 7, 15, and 30 μM TFP solutions pre-
pared in 10 mM TRIS buffer (2-Amino-2-(hydroxymethyl)pro-
pane-1,3-diol), 140 mM NaCl, 2 mM Ca2+, pH = 7.4, after
allowing 10 min equilibration time for each concentration
change. Three images at different locations on the sample were
taken per condition. Processing of AFM images was done with
both Gwyddion (Czech Metrology Institute) and JPK Data Pro-
cessing software (JPK, Bruker). Ten lines (five pixels thick) were
drawnacross SLB/hole edges in SLBs in each image and viewed as
cross sections for the determination of SLB height.

MD simulations

We built three systems from human ANXA2 with seven cal-
cium atoms bound (PDB: 2HYW) (53). The membrane is
composed of 520 lipid molecules, 20% POPS, and 80% POPC,
constructed using CHARMM-GUI (54–60). A large membrane
patch was chosen to ensure vanishing protein-induced curvature
near the box boundaries. Two of the systems also include TFP
molecules bound to the membrane with different densities (24
TFP molecules in one system and 48 TFP molecules in another
one). We built five replicas of each system with different initial
distribution of lipids in the membrane and different initial
velocity distributions. We also built three systems without pro-
tein, onewithoutTFPmolecules, onewith 24TFPmolecules, and
another with 48 TFP molecules. All structures with protein were
immersed in a periodic box of TIP3P atomistic water (61) with
�54k watermolecules and 1.5mMKCl salt corresponding to the
physiological conditions. The three structures without protein
were immersed in a periodic box of TIP3P atomistic water (61)
with �34k water molecules and 1.5 mM KCl salt.

Simulations were performed using Gromacs2019 (62, 63)
package and the CHARMM36 (64, 65) force field. The force
field parameters of TFP were obtained from the www.
paramchem.org. Since the structure of TFP is close to previ-
ously parameterized chlorpromazine, the penalty scores asso-
ciated with the uncertainty in parameters were sufficiently low.

The systems with protein (without protein) were simulated
for 500 ns (300 ns) at 310 K using the Nosé–Hoover thermostat
(66). The pressure was kept constant at 1 atm using Parrinello–
Rahman barostat (67, 68). The final systems with protein and
without TFP molecules, with 24 and 48 TFP molecules
measured 12.8 × 12.8 × 13.9 nm3, 13 × 13 × 13.4 nm3, and 13.3 ×
13.3 × 13.3 nm3, respectively and consisted of �234k atoms.
Initial structures for systems with protein, and with and without
TFP molecules, are shown in Figures 5A and 6A.

To quantify the induced curvature, we used the last 200 ns
of the simulations to find the curvature profile by fitting the
phosphorus atom coordinates of the lipids in each monolayer
to a Fourier series in two dimensions as it is explained in Ref
(69). We also calculated the profile of the thickness of the
membrane by the same method. The lateral diffusion constant
was calculated using the Einstein relationship. We set the time
between the reference points for the MSD calculation to
100 ps. We calculated the diffusion constant by least squares
fitting a straight line through the MSD(t) from 0 to 50 ns (t is
time from the reference positions).

MSDðtÞ¼ CðrðtÞ−rðt0ÞÞ2D¼ 4Dðt − t0Þ

where D is the diffusion coefficient, and the average is taken
over all POPS lipids and different initial values of t0. The error
estimate was made from the difference of the diffusion co-
efficients obtained from fits over the two halves of the fitting
interval.
Data availability

All data are contained within the article or available on
request.

Supporting information—This article contains supporting
information.

Acknowledgments—This study was supported by the Novo Nordisk
Foundation Interdisciplinary Synergy Grant (NNF18OC0034936),
the Danish Council for Independent Research Natural Sciences
(9040-00252B), and Scientific Committee Danish Cancer Society
(R90-A5847-14-S2). The simulations were carried out on the
Danish e-Infrastructure Cooperation National HPC Center, on
J. Biol. Chem. (2021) 297(2) 101012 13

http://www.paramchem.org
http://www.paramchem.org


Compromising cell membrane repair by phenothiazines
ABACUS 2.0 at the University of Southern Denmark, SDU, and on
computing resources on the Swiss cluster Piz Daint as part of a
PRACE project (grant number 2016153468). We also
acknowledge that the results of this research have been achieved
using the DECI resource Kay based in Ireland at ICHEC with
support from the PRACE aisbl. Part of the computations was
carried out on the ROBUST resource for Biomolecular
simulations with support from the Novo Nordisk Foundation.

Author contributions—A. S. B. H., C. D., A. C. S., and J. N.
conceptualization; A. S. B. H., A. A. H. Z., M. B. K., A. M., S. L. S.,
F. W. L., T. L. B., C. D., P. M. B., A. C. S., H. K., and J. N. formal
analysis; A. C. S., H. K., and J. N. funding acquisition; A. A. H. Z.,
A. M., S. L. S., F. W. L., T. L. B., H. K., and J. N. investigation;
A. S. B. H., A. A. H. Z., M. B. K., P. M. B., and A. C. S. methodology;
A. S. B. H. and J. N. project administration; A. A. H. Z. software;
H. K. and J. N. supervision; H. K. and J. N. validation; C. D. and J. N.
writing—original draft; A. S. B. H., A. A. H. Z., M. B. K., A. M.,
S. L. S., F. W. L., T. L. B., P. M. B., and A. C. S. writing-review and
editing.

Conflict of interest—The authors declare no competing financial
interests or other conflicts of interest.

Abbreviations—The abbreviations used are: AFM, atomic force
microscopy; ANXA, Annexin; MD, molecular dynamics; PE, phos-
phatidylethanolamine; PM, plasma membrane; PS, phosphati-
dylserine; TFP, trifluoperazine.

References

1. Tang, S. K. Y., and Marshall, W. F. (2017) Self-repairing cells: How single
cells heal membrane ruptures and restore lost structures. Science 356,
1022–1025

2. Andrews, N. W., Almeida, P. E., and Corrotte, M. (2014) Damage control:
Cellular mechanisms of plasma membrane repair. Trends Cell Biol. 24,
734–742

3. Bendix, P.M., Simonsen, A. C., Florentsen, C. D., Hager, S. C., Mularski, A.,
Zanjani, A. A. H., Moreno-Pescador, G., Klenow, M. B., Sonder, S. L.,
Danielsen, H. M., Arastoo, M. R., Heitmann, A. S., Pandey, M. P., Lund, F.
W., Dias, C., et al. (2020) Interdisciplinary synergy to reveal mechanisms of
annexin-mediated plasma membrane shaping and repair. Cells 9, 1029

4. Gerke, V., Creutz, C. E., and Moss, S. E. (2005) Annexins: Linking Ca2+
signalling to membrane dynamics. Nat. Rev. Mol. Cell Biol. 6, 449–461

5. Gerke, V., and Moss, S. E. (2002) Annexins: From structure to function.
Physiol. Rev. 82, 331–371

6. McNeil, A. K., Rescher, U., Gerke, V., and McNeil, P. L. (2006)
Requirement for annexin A1 in plasma membrane repair. J. Biol. Chem.
281, 35202–35207

7. Boye, T. L., Jeppesen, J. C., Maeda, K., Pezeshkian, W., Solovyeva, V.,
Nylandsted, J., and Simonsen, A. C. (2018) Annexins induce curvature on
free-edge membranes displaying distinct morphologies. Sci. Rep. 8, 10309

8. Boye, T. L., Maeda, K., Pezeshkian, W., Sonder, S. L., Haeger, S. C.,
Gerke, V., Simonsen, A. C., and Nylandsted, J. (2017) Annexin A4 and A6
induce membrane curvature and constriction during cell membrane
repair. Nat. Commun. 8, 1623

9. Hakobyan, D., Gerke, V., and Heuer, A. (2017) Modeling of annexin A2-
membrane interactions by molecular dynamics simulations. PLoS One 12,
e0185440

10. Bouter, A., Gounou, C., Berat, R., Tan, S., Gallois, B., Granier, T.,
d’Estaintot, B. L., Poschl, E., Brachvogel, B., and Brisson, A. R. (2011)
Annexin-A5 assembled into two-dimensional arrays promotes cell
membrane repair. Nat. Commun. 2, 270

11. Sonder, S. L., Boye, T. L., Tolle, R., Dengjel, J., Maeda, K., Jaattela, M.,
Simonsen, A. C., Jaiswal, J. K., and Nylandsted, J. (2019) Annexin A7 is
14 J. Biol. Chem. (2021) 297(2) 101012
required for ESCRT III-mediated plasma membrane repair. Sci. Rep. 9,
6726

12. Florentsen, C. D., Kamp-Sonne, A., Moreno-Pescador, G., Pezeshkian,
W., Hakami Zanjani, A. A., Khandelia, H., Nylandsted, J., and Bendix, P.
M. (2021) Annexin A4 trimers are recruited by high membrane curva-
tures in giant plasma membrane vesicles. Soft Matter 17, 308–318

13. Jaiswal, J. K., Lauritzen, S. P., Scheffer, L., Sakaguchi, M., Bunkenborg, J.,
Simon, S. M., Kallunki, T., Jaattela, M., and Nylandsted, J. (2014) S100A11
is required for efficient plasma membrane repair and survival of invasive
cancer cells. Nat. Commun. 5, 3795

14. Deng, S., Wang, J., Hou, L., Li, J., Chen, G., Jing, B., Zhang, X., and Yang,
Z. (2013) Annexin A1, A2, A4 and A5 play important roles in breast
cancer, pancreatic cancer and laryngeal carcinoma, alone and/or syner-
gistically. Oncol. Lett. 5, 107–112

15. Duncan, R., Carpenter, B., Main, L. C., Telfer, C., and Murray, G. I. (2008)
Characterisation and protein expression profiling of annexins in colo-
rectal cancer. Br. J. Cancer 98, 426–433

16. Lauritzen, S. P., Boye, T. L., and Nylandsted, J. (2015) Annexins are
instrumental for efficient plasma membrane repair in cancer cells. Semin.
Cell Dev. Biol. 45, 32–38

17. Mussunoor, S., and Murray, G. I. (2008) The role of annexins in tumour
development and progression. J. Pathol. 216, 131–140

18. Liu, X., Ma, D., Jing, X., Wang, B., Yang, W., and Qiu, W. (2015)
Overexpression of ANXA2 predicts adverse outcomes of patients with
malignant tumors: A systematic review and meta-analysis. Med. Oncol.
32, 392

19. Qi, H., Liu, S., Guo, C., Wang, J., Greenaway, F. T., and Sun, M. Z. (2015)
Role of annexin A6 in cancer. Oncol. Lett. 10, 1947–1952

20. Jaiswal, J. K., and Nylandsted, J. (2015) S100 and annexin proteins identify
cell membrane damage as the Achilles heel of metastatic cancer cells. Cell
Cycle 14, 502–509

21. Pavlova, N. N., and Thompson, C. B. (2016) The emerging hallmarks of
cancer metabolism. Cell Metab. 23, 27–47

22. Drucker, P., Pejic, M., Galla, H. J., and Gerke, V. (2013) Lipid segregation
and membrane budding induced by the peripheral membrane binding
protein annexin A2. J. Biol. Chem. 288, 24764–24776

23. Grek, C. L., and Tew, K. D. (2010) Redox metabolism and malignancy.
Curr. Opin. Pharmacol. 10, 362–368

24. Erejuwa, O. O., Sulaiman, S. A., and Ab Wahab, M. S. (2013) Evidence in
support of potential applications of lipid peroxidation products in cancer
treatment. Oxid. Med. Cell. Longev. 2013, 931251

25. Dornier, E., and Norman, J. C. (2018) Cancer cells with trapped nuclei cut
their way through the extracellular matrix. Nat. Commun. 9, 3954

26. Swaminathan, V., Mythreye, K., O’Brien, E. T., Berchuck, A., Blobe, G. C.,
and Superfine, R. (2011) Mechanical stiffness grades metastatic potential
in patient tumor cells and in cancer cell lines. Cancer Res. 71, 5075–5080

27. Ohlow, M. J., and Moosmann, B. (2011) Phenothiazine: The seven lives of
pharmacology’s first lead structure. Drug Discov. Today 16, 119–131

28. Jaszczyszyn, A., Gasiorowski, K., Swiatek, P., Malinka, W., Cieslik-Boc-
zula, K., Petrus, J., and Czarnik-Matusewicz, B. (2012) Chemical structure
of phenothiazines and their biological activity. Pharmacol. Rep. 64, 16–23

29. Perez-Isidoro, R., and Costas, M. (2020) The effect of neuroleptic drugs
on DPPC/sphingomyelin/cholesterol membranes. Chem. Phys. Lipids
229, 104913

30. Wesolowska, O., Michalak, K., and Hendrich, A. B. (2011) Direct visu-
alization of phase separation induced by phenothiazine-type antipsychotic
drugs in model lipid membranes. Mol. Membr. Biol. 28, 103–114

31. Michalak, K., Wesolowska, O., Motohashi, N., Molnar, J., and Hendrich,
A. B. (2006) Interactions of phenothiazines with lipid bilayer and their
role in multidrug resistance reversal. Curr. Drug Targets 7, 1095–1105

32. Hendrich, A. B., Wesolowska, O., and Michalak, K. (2001) Trifluopera-
zine induces domain formation in zwitterionic phosphatidylcholine but
not in charged phosphatidylglycerol bilayers. Biochim. Biophys. Acta
1510, 414–425

33. Liu, L., Tao, J. Q., Li, H. L., and Zimmerman, U. J. (1997) Inhibition of
lung surfactant secretion from alveolar type II cells and annexin II
tetramer-mediated membrane fusion by phenothiazines. Arch. Biochem.
Biophys. 342, 322–328

http://refhub.elsevier.com/S0021-9258(21)00814-0/sref1
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref1
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref1
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref2
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref2
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref2
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref3
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref3
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref3
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref3
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref3
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref4
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref4
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref5
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref5
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref6
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref6
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref6
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref7
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref7
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref7
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref8
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref8
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref8
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref8
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref9
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref9
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref9
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref10
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref10
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref10
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref10
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref11
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref11
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref11
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref11
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref12
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref12
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref12
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref12
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref13
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref13
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref13
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref13
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref14
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref14
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref14
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref14
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref15
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref15
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref15
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref16
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref16
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref16
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref17
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref17
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref18
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref18
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref18
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref18
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref19
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref19
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref20
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref20
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref20
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref21
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref21
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref22
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref22
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref22
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref23
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref23
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref24
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref24
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref24
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref25
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref25
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref26
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref26
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref26
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref27
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref27
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref28
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref28
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref28
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref29
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref29
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref29
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref30
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref30
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref30
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref31
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref31
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref31
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref32
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref32
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref32
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref32
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref33
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref33
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref33
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref33


Compromising cell membrane repair by phenothiazines
34. Stewart, M. P., Langer, R., and Jensen, K. F. (2018) Intracellular delivery
by membrane disruption: Mechanisms, strategies, and concepts. Chem.
Rev. 118, 7409–7531

35. Nahata, M. C., Ford, C., and Ruymann, F. B. (1992) Pharmacokinetics and
safety of prochlorperazine in paediatric patients receiving cancer
chemotherapy. J. Clin. Pharm. Ther. 17, 121–123

36. Zhelev, Z., Ohba, H., Bakalova, R., Hadjimitova, V., Ishikawa, M., Shi-
nohara, Y., and Baba, Y. (2004) Phenothiazines suppress proliferation and
induce apoptosis in cultured leukemic cells without any influence on the
viability of normal lymphocytes. Phenothiazines and leukemia. Cancer
Chemother. Pharmacol. 53, 267–275

37. Morgan, R. J., Jr., Synold, T., Carr, B. I., Doroshow, J. H., Womack, E. P.,
Shibata, S., Somlo, G., Raschko, J., Leong, L., McNamara, M., Chow, W.,
Tetef, M., Margolin, K., Akman, S., and Longmate, J. (2001) Continuous
infusion prochlorperazine: Pharmacokinetics, antiemetic efficacy, and
feasibility of high-dose therapy. Cancer Chemother. Pharmacol. 47, 327–
332

38. Chamoun-Emanuelli, A. M., Pecheur, E. I., Simeon, R. L., Huang, D.,
Cremer, P. S., and Chen, Z. (2013) Phenothiazines inhibit hepatitis C
virus entry, likely by increasing the fluidity of cholesterol-rich mem-
branes. Antimicrob. Agents Chemother. 57, 2571–2581

39. Frenzel, J., Arnold, K., and Nuhn, P. (1978) Calorimetric, 13C NMR, and
31P NMR studies on the interaction of some phenothiazine derivatives
with dipalmitoyl phosphatidylcholine model membranes. Biochim. Bio-
phys. Acta 507, 185–197

40. Doktorova, M., LeVine, M. V., Khelashvili, G., and Weinstein, H. (2019)
A new computational method for membrane compressibility: Bilayer
mechanical thickness revisited. Biophys. J. 116, 487–502

41. Ellegaard, A. M., Dehlendorff, C., Vind, A. C., Anand, A., Cederkvist, L.,
Petersen, N. H. T., Nylandsted, J., Stenvang, J., Mellemgaard, A., Oster-
lind, K., Friis, S., and Jaattela, M. (2016) Repurposing cationic amphiphilic
antihistamines for cancer treatment. EBioMedicine 9, 130–139

42. Petersen, N. H., Olsen, O. D., Groth-Pedersen, L., Ellegaard, A. M., Bil-
gin, M., Redmer, S., Ostenfeld, M. S., Ulanet, D., Dovmark, T. H., Lon-
borg, A., Vindelov, S. D., Hanahan, D., Arenz, C., Ejsing, C. S.,
Kirkegaard, T., et al. (2013) Transformation-associated changes in
sphingolipid metabolism sensitize cells to lysosomal cell death induced by
inhibitors of acid sphingomyelinase. Cancer Cell 24, 379–393

43. Feng, Z., Xia, Y., Gao, T., Xu, F., Lei, Q., Peng, C., Yang, Y., Xue, Q., Hu,
X., Wang, Q., Wang, R., Ran, Z., Zeng, Z., Yang, N., Xie, Z., et al. (2018)
The antipsychotic agent trifluoperazine hydrochloride suppresses triple-
negative breast cancer tumor growth and brain metastasis by inducing
G0/G1 arrest and apoptosis. Cell Death Dis. 9, 1006

44. Pulkoski-Gross, A., Li, J., Zheng, C., Li, Y., Ouyang, N., Rigas, B., Zucker,
S., and Cao, J. (2015) Repurposing the antipsychotic trifluoperazine as an
antimetastasis agent. Mol. Pharmacol. 87, 501–512

45. Anand, A., Liu, B., Dicroce Giacobini, J., Maeda, K., Rohde, M., and
Jaattela, M. (2019) Cell death induced by cationic amphiphilic drugs
depends on lysosomal Ca(2+) release and cyclic AMP. Mol. Cancer Ther.
18, 1602–1614

46. Li, A., Chen, X., Jing, Z., and Chen, J. (2020) Trifluoperazine induces
cellular apoptosis by inhibiting autophagy and targeting NUPR1 in
multiple myeloma. FEBS Open Bio 10, 2097–2106

47. Izadifar, Z., Izadifar, Z., Chapman, D., and Babyn, P. (2020) An intro-
duction to high intensity focused ultrasound: Systematic review on
principles, devices, and clinical applications. J. Clin. Med. 9, 460

48. Kok, H. P., Cressman, E. N. K., Ceelen, W., Brace, C. L., Ivkov, R., Grull,
H., Ter Haar, G., Wust, P., and Crezee, J. (2020) Heating technology for
malignant tumors: A review. Int. J. Hyperthermia 37, 711–741

49. Broniec, A., Gjerde, A. U., Olmheim, A. B., and Holmsen, H. (2007)
Trifluoperazine causes a disturbance in glycerophospholipid monolayers
containing phosphatidylserine (PS): Effects of pH, acyl unsaturation, and
proportion of PS. Langmuir 23, 694–699

50. Kopec, W., Telenius, J., and Khandelia, H. (2013) Molecular dynamics
simulations of the interactions of medicinal plant extracts and drugs with
lipid bilayer membranes. FEBS J. 280, 2785–2805
51. Blackwood, R. A., and Hessler, R. J. (1995) Effect of calcium on pheno-
thiazine inhibition of neutrophil degranulation. J. Leukoc. Biol. 58, 114–
118

52. Pezeshkian, W., Hansen, A. G., Johannes, L., Khandelia, H., Shillcock, J.
C., Kumar, P. B., and Ipsen, J. H. (2016) Membrane invagination induced
by Shiga toxin B-subunit: From molecular structure to tube formation.
Soft Matter 12, 5164–5171

53. Shao, C., Zhang, F., Kemp, M. M., Linhardt, R. J., Waisman, D. M., Head, J.
F., and Seaton, B. A. (2006) Crystallographic analysis of calcium-dependent
heparin binding to annexin A2. J. Biol. Chem. 281, 31689–31695

54. Jo, S., Kim, T., Iyer, V. G., and Im, W. (2008) CHARMM-GUI: A web-
based graphical user interface for CHARMM. J. Comput. Chem. 29,
1859–1865

55. Brooks, B. R., Brooks, C. L., III, Mackerell, A. D., Jr., Nilsson, L., Petrella,
R. J., Roux, B., Won, Y., Archontis, G., Bartels, C., Boresch, S., Caflisch,
A., Caves, L., Cui, Q., Dinner, A. R., Feig, M., et al. (2009) CHARMM:
The biomolecular simulation program. J. Comput. Chem. 30, 1545–1614

56. Lee, J., Cheng, X., Swails, J. M., Yeom, M. S., Eastman, P. K., Lemkul, J. A.,
Wei, S., Buckner, J., Jeong, J. C., Qi, Y., Jo, S., Pande, V. S., Case, D. A.,
Brooks, C. L., 3rd, MacKerell, A. D., Jr., et al. (2015) CHARMM-GUI
input generator for NAMD, GROMACS, AMBER, OpenMM, and
CHARMM/OpenMM simulations using the CHARMM36 additive force
field. J. Chem. Theory Comput. 12, 405–413

57. Wu, E. L., Cheng, X., Jo, S., Rui, H., Song, K. C., Dávila-Contreras EM,
Qi, Y., Lee, J., Monje-Galvan, V., Venable, R. M., Klauda, J. B., and Im, W.
(2014) CHARMM-GUI membrane builder toward realistic biological
membrane simulations. J. Comput. Chem. 35, 1997–2004

58. Jo, S., Lim, J. B., Klauda, J. B., and Im, W. (2009) CHARMM-GUI
membrane builder for mixed bilayers and its application to yeast mem-
branes. Biophys. J. 97, 50–58

59. Jo, S., Kim, T., and Im, W. (2007) Automated builder and database of
protein/membrane complexes for molecular dynamics simulations. PLoS
One 2, e880

60. Lee, J., Patel, D. S., Ståhle, J., Park, S.-J., Kern, N. R., Kim, S., Lee, J.,
Cheng, X., Valvano, M. A., Holst, O., Knirel, Y. A., Qi, Y., Jo, S., Klauda, J.
B., Widmalm, G., et al. (2018) CHARMM-GUI membrane builder for
complex biological membrane simulations with glycolipids and lip-
oglycans. J. Chem. Theory Comput. 15, 775–786

61. Jorgensen, W. L., Chandrasekhar, J., Madura, J. D., Impey, R. W., and
Klein, M. L. (1983) Comparison of simple potential functions for simu-
lating liquid water. J. Chem. Phys. 79, 926–935

62. Berendsen, H. J. C., van der Spoel, D., and van Drunen, R. (1995)
GROMACS: A message-passing parallel molecular dynamics imple-
mentation. Comput. Phys. Commun. 91, 43–56

63. Abraham, M. J., Murtola, T., Schulz, R., Páll, S., Smith, J. C., Hess, B., and
Lindahl, E. (2015) GROMACS: High performance molecular simulations
through multi-level parallelism from laptops to supercomputers. Soft-
wareX 1, 19–25

64. Best, R. B., Zhu, X., Shim, J., Lopes, P. E. M., Mittal, J., Feig, M., and
MacKerell, A. D., Jr. (2012) Optimization of the additive CHARMM all-
atom protein force field targeting improved sampling of the backbone $$,
$$ and side-chain $$1 and $$2 dihedral angles. J. Chem. Theory Comput.
8, 3257–3273

65. Klauda, J. B., Venable, R. M., Freites, J. A., O’Connor, J. W., Tobias, D. J.,
Mondragon-Ramirez, C., Vorobyov, I., MacKerell, A. D., Jr., and Pastor,
R. W. (2010) Update of the CHARMM all-atom additive force field for
lipids: Validation on six lipid types. J. Phys. Chem. B 114, 7830–7843

66. Braga, C., and Travis, K. P. (2005) A configurational temperature Nose-
Hoover thermostat. J. Chem. Phys. 123, 134101

67. Parrinello, M., and Rahman, A. (1980) Crystal structure and pair po-
tentials: A molecular-dynamics study. Phys. Rev. Lett. 45, 1196

68. Parrinello, M., and Rahman, A. (1981) Polymorphic transitions in single
crystals: A new molecular dynamics method. J. Appl. Phys. 52, 7182–7190

69. Pezeshkian, W., Nabo, L. J., and Ipsen, J. H. (2017) Cholera toxin B
subunit induces local curvature on lipid bilayers. FEBS Open Bio 7, 1638–
1645
J. Biol. Chem. (2021) 297(2) 101012 15

http://refhub.elsevier.com/S0021-9258(21)00814-0/sref34
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref34
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref34
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref35
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref35
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref35
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref36
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref36
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref36
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref36
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref36
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref37
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref37
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref37
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref37
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref37
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref37
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref38
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref38
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref38
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref38
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref39
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref39
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref39
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref39
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref40
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref40
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref40
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref41
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref41
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref41
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref41
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref42
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref42
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref42
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref42
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref42
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref42
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref43
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref43
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref43
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref43
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref43
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref44
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref44
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref44
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref45
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref45
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref45
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref45
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref46
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref46
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref46
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref47
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref47
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref47
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref48
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref48
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref48
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref49
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref49
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref49
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref49
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref50
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref50
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref50
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref51
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref51
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref51
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref52
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref52
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref52
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref52
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref53
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref53
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref53
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref54
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref54
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref54
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref55
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref55
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref55
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref55
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref56
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref56
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref56
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref56
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref56
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref56
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref57
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref57
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref57
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref57
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref58
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref58
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref58
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref59
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref59
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref59
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref60
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref60
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref60
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref60
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref60
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref61
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref61
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref61
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref62
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref62
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref62
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref63
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref63
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref63
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref63
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref64
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref64
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref64
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref64
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref64
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref65
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref65
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref65
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref65
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref66
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref66
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref67
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref67
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref68
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref68
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref69
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref69
http://refhub.elsevier.com/S0021-9258(21)00814-0/sref69

	Phenothiazines alter plasma membrane properties and sensitize cancer cells to injury by inhibiting annexin-mediated repair
	Results
	TFP compromises ANXA2-mediated PM repair
	ANXA-mediated membrane curvature is inhibited by TFP
	TFP enhances membrane fluidity and reduces membrane thickness
	Molecular dynamics simulations

	Discussion
	Experimental procedures
	Cell culture and treatments
	Membrane wounding experiments
	Laser injury
	Detergent-induced injury
	Glass bead injury
	Heat-induced injury
	Injury by sonication

	Plasmid construct
	Protein production
	Supported lipid bilayer membranes for membrane patch experiments
	Supported lipid bilayer preparation for atomic force microscopy
	Atomic force microscopy measurements of supported lipid bilayer height
	MD simulations

	Data availability
	Supporting information
	Author contributions
	References


